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1 1 II I I 1 1 1 1 Ijjsl I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 298 CT CTTT AT GC CAjuS^T GAGGAT ACAGC AAGGCC CC AAT CT GC AAGCQA^€&£d0?CGT CGT C A 239 

Qy 121 CGAGAACC AGACcS^CAGGAACT CT GATCGTGGACATJ2JJ^^0TCC AGAACTGT GATC 180 

1 1 I I I I 1 1 1 1 I I I IWW I I I 1 1 I I I I I I 1 1 I I i^^TLW^fl 1 1 II I I 1 1 I I 1 1 I I I I 

Db 238 CG AGAACC AG ACC AT ^^G^ACT CT GAT CCT£^^^|*CTC AACCT CC AGAACT GT GAT C 179 

Qy 181 CAAAAT GC AT AT GT AT CT^T^^GA^^CTI^SgT AAAGGCCGGAAT ATT CT TT GT TT 240 

I I I 1 1 1 1 1 1 1 1 1 II I 1 1 1 I I I I I I M I I I I I I I I I I I I I I I I I I I 

Db- 178 CAAAATGCATATGTATCTTT^^^^CTCTGAAGTAAAGGCCGGAATATTCTTTGTTT 119 

Qy 241 AAAACATTAAAAACAA£rf(C^ 300 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 rKKJX'X 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 118 AAAACATTAAAA^ra^^CAGArc 59 

Qy 301 AGCACAGC^^^TTTTAAGGAACACAA^AACTGTTCAACCTGTGGCAAATTTGT 358 

1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 ii 1 1 1 1 1 1 nNoai i i ii 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 

Db 58 AGCAC^ATTATTTTTTAAGGAACACAAATTAKSteTTCAACCTGTGGCAAATTTGT 1 



ID ABN96147 standard; "DNA; 176 BP. 
XX 

AC ABN96147; 
XX 

DT 13-AUG-2002 (first entry) 
XX 

DE Gene #2 64 5 used to diagnose liver cancer. 
XX 

KW Gene; liver cancer; ds; hepatocellular carcinoma; hepatotropic; 

KW metastatic liver tumour; cytostatic; expression profile; disease state; 

KW disease progression; drug toxicity; drug efficacy; drug metabolism. 

XX 

OS Homo sapiens. 

XX . -~ _ ^ 
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XX 

PF 02-OCT-2001; 2001WO-US030589 . 
XX 
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XX 

PA (GENE-) GENE LOGIC INC. 
XX 

PI Home D, Alvares C, Peres-Da-Silva S, Vockley JG; 
XX 

DR WPI; 2002-426119/45. 
XX 

PT Diagnosing and detecting the progression of liver cancer, hepatocellular 

PT carcinoma or metastatic liver tumor in a patient, involves detecting the 

PT level of expression of two or more genes in a liver tissue sample. 
XX 

PS Claim 1; SEQ ID NO 2645; 298pp; English. 
XX 

CC The invention relates to a. novel method for diagnosing and detecting the 

CC progression of liver cancer, hepatocellular carcinoma or metastatic liver 

CC tumour in a patient, and differentiating metastatic liver cancer from 

CC hepatocellular carcinoma in a patient, involving detecting the level of 

CC expression of two or more genes represented in ABN93503-ABN974 55 in a 

CC tissue sample. The method of the invention has hepatotropic, and 

CC cytostatic activity. The method is useful for diagnosing and detecting 

CC the progression of liver cancer, hepatocellular carcinoma and metastatic 

CC liver carcinoma in a patient. The method is useful for identifying 

CC expression profiles which serve as useful diagnostic markers as well as 

CC markers that can be used to monitor disease states, disease progression, 

CC drug toxicity, drug efficacy and drug metabolism. Note: The sequence data 

CC for this patent did not form part of the printed specification, but was 

CC obtained in electronic format directly from WIPO at 

CC ftp.wipo.int/pub/published_pct_sequences 
XX 

SQ Sequence 176 BP; 54 A; 23 C; 23 G; 75 T; 0 U; 1 Other; 

Query Match 30.7%"; Score 148.4; DB 6; Length 176; 
Best Local Similarity 95.6%; Pred. No. 1.6e-17; 
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Matches 152; Conservative 0; Mismatches 7; Indels 0; Gaps 0; 

Qy 310 TTATTTTTTAAGGAACACAAATTAAGTGTTCAACCTGTGGCAAATTTGTACTTTCTCCCT 369 

| | M | | | | | | | M I I I I I I I I I I II I I I I I I I I I I 

Db 176 TTATTTTTTAAGGAACACAAATTAAGTGTTCAACCTGTGGCAAATTTGTACTTTCTCCCT 117 

Qy 370 GAATTATGTT GTT ATCAAAGAAAAAAATTGGGAAGCATGGCAAAAT ATCATCAAAACT GA 4 29 

| | I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 116 GAAT T ATGTT GTT ATC AAAGAAAAAAAT TGGGAAGC AT GGC AAAAT AT CAT C AAAACT GA 57 

Qy 430 AACTAGAATTAAACTAAATT AAAAT AAAAAAAAAAAAAA 4 68 

I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I 
Db 56 AACT AG AATT AAAC AN AACT AAATT AAAAT GAAAT AAAA 18 
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(EPIG-) EPIGENOMICS AG. 

Olek A, Piepenbrock C, Berl 

WPI; 2002-130909/17. 

Nucleic acid comprising fra< 
diagnosis and treatment of 
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Claim 1; SEQ ID NO 1669; 32 pp + Sequence^ listing; German. 



The present invention provides a number o 
genes which are modified £>y the methylati 
can be used in the diagnosis and treatment 
including eye diseases sLch as retinopathy, 

macular degeneration, a/teriosclerosis, anae\riiV, cancer, acute myeloid 
leukaemia, Alzheimer ' s disease, AIDS, epiiepsyX neurofibromatosis, 
Psoriasis and inflammatory/ ulcerative bowel 



uman immune system associated 
f cytosines. The sequences 
immune system disorders, 
nteovascular glaucoma and 



rheumatoid arthritis, 
diseases. The present 



Sequence 6668 BP 



Query Match 
Best Local Similar 
Matches 167; Conse 



QY 



Db 




equence is a gene of the Invention 



328 C; 1974 G; 2737 T 



Score 73.4; DB 6; 
Pred. No. 0.00041; 
0; Mismatches 156; 



,U; 1 Other; 



3 th 6668; 



0; Gaps 



0; 



162 AACCTCCAtffcACTGTGATCCAAAATGCATATGTATCTTTGGAAGj 

I I I I l/lil I II I I I I I I I I I II U II 

5831 AACATAAtfTT&CGATAAATTAAAATATATATAAAACAC* 



\CTCTGAAGTAAAG 221 
II III 
\C AAAC AAAA 5772 
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